Figure 1 

Clone Sl+27 protein sequence (SEQ ID No . 1) 

1 KSSFLLIRMEESLNIVKYTAFLYNDQLIWSGLEQDDMRILYKYLTTSLFP 5 0 

51 RHIEPELAGRDSPIRAEMPGNLQEYGRFLTGPLNLNDPDAKCRFPKIFVN 100 

101 TDDTYEELHLIVYKAMSAAVCFMIDASVKPTLDFCRRLDSIVGPQLTVLA 15 0 

151 SDICEQFNINKRMSGSEKEPQFKFIYFNHMNLAEKSTVHMRKTPSVSLTS 2 00 

2 01 VHPDLMKILGDINSDFTRVDEDEEIIVKAMSDYWWGKKSDRRELYVILN 25 0 
251 Q KNANL I E VNE VKKL CAT Q FNN I F FLD 277 
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Figure 2 

Clone Sl+28 protein sequence (SEQ ID No. 2) 

1 FAVDAKALPQNKPRPLTQEEIAQRRERARQRHAEKLAAAQGQAPLEPTQD 5 0 
51 GSAIETCPKGDEPRGDEQQVESMTPKPVLQEENNQESFIAFARVFSGVAR 100 
101 RGKKIFVLGPKYSPLEFLRRVPLCFSAPPDGLPQVPHMAYCALENLYLLM 15 0 
151 GRELEYLEEVPPGNVLGIGGLQDFVLKSATLCSLPSCPPFIPLNFEATPI 2 00 
2 01 VRVAVE P KHP S EMP QLVKGMKLLNQ AD P CV Q I L I QE TGEHVLVTAGEVHL 25 0 
251 QRCLDDLKERFAKIHISVSEPIIPFRETITKPPKVDMVNEEIGKQQKVAV 300 
301 IHQMKEDQSKIPEGIQVDSDGLITITTPNKLATLSVRAMPLPEEVTQILE 350 
351 SNSDLIRSMEQLTSSLNEGENTHMIHQKTQSKIWEFKGKLEQHLTGRRWR 400 
4 01 NIVDQIWSFGPRKCGPNILWKSEDFQNSVWTGPADKASKEASRYRDLGN 45 0 
451 SIVSGFQLATLSGPMCEEPLMGVCFVLEKWDLSKFEEQGASDLAKEDRRK 50 0 
501 MKP VL VEMKTKS YKMAALRPLRRGHHRKENLHS LTAMDL S QD S 54 3 
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Figure 3 

Clone Sl+19 protein sequence (SEQ ID No. 3) 

1 MKAVKSERERGSRRRHRDGDWLPAGVWKQERLSPEVAPPAHRRPDHSG 5 0 

51 GSPSPPTSEPARSGHRGNRARGVSRSPPKKKNKA.SGRRSKSPRSKRNRSP 10 0 

101 HHSWKVKQEREDHPRRGREDRQHREPSEQEHRRARNSDRDRHRGHSHQR 15 0 

151 RTSNERPGSGQGQGRDRDTQNLQAQEEEREFYNARRREHRQRNDVGGGGS 200 

2 01 ESQELVPRPGGNNKEKEVPAKEKPSFELSGALLEDTNTFRGWIKYSEPP 25 0 
251 EARIPKKRWRLYPFKNDEVLPVMYIHRQSAYLLGRKRRIADIPIDHPSCS 3 00 

3 01 KQHAVFQYRLVEYTRADGTVGRRVKPYIIDLGSGNGTFLNNKRIEPQRYY 350 
351 ELKEKDVLKFGFSSREYVLLHESSDTSEIDRKDDEDEEEEEEVSDS 3 96 
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Figure 4 

Protein sequence of NIPP-1 domain (SEQ ID No. 4) homologous 
to SNIP 1. 

1 YLFGRNPDLCDFTIDHQSCSRVHAALVYHKHLKRVFLIDLNSTHGTFLGH 5 0 
51 IRLEPHKPQQIPIDSTVSFGASTRAYTLREKP 82 
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Figure 5 

Clone S1+1S Smad binding domain protein sequence (SEQ ID No 
5) 

1 RHRGHSHQRRTSNERPGSGQGQGRDRDTQNLQAQEEEREFYNARRREHRQ 5 0 
51 RNDVGGGGSESQELVPRPGGNNKEKEVPAKEKPSFELSGALLEDTNTFRG 10 0 
101 VVIKYSEPPEARIPKKRWRLYPFKNDEVLPVMYIHRQSAYLLGRHRRIAD 15 0 
151 IPIDKPSCSKQHAVFQYRLVEYTRADGTVGRRVKPYIIDLGSGNGTFLNN 2 00 
2 01 KRIEPQRYYELKEKDVLKFGFSSREYVLLHESSDTSEIDRKDDEDEEEEE 250 
251 EVSDS 255 
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Figure 6 

Clone S1t19 C. elegans homology protein sequence 
(SEQ ID No. 6) 

1 GALTEDTNTFRGWIKYNEPPEAKKPNARWRLYPFKGEESLQVLYIHRQS 5 0 
51 AYLIGRDHKIADIPVDHPSCSKQHAVLQFRSMPFTRDDGTKARRIMPYII 10 0 
101 DLGSGNGTFLNEKKIEPQRYIELQEKDMLKFGFSTREYWMKEREITEEE 15 0 

151 LAEGEDVKKEESD 163 
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Figure 7 

Clone Sl+12 protein sequence (SEQ ID No. 7) 

1 EFGTRRMMEGLDDGPDFLSEEDRGLKAINVDLQSDAALQVDISDALSERD 5 0 

51 KVKFTVHTKSSLPNFKQNEFSWRQHSEFIWLHDSFVENEDYAGYIIPPA 100 
101 PPRPDFDASREKLQKLGEGEGSMTKEEFTKMKQELEAEYLAIFKKTVAMH 15 0 
151 EVFLCRVAAHPILRRDLNFKVFLEYNQDLSVRGKKKKKNSRSFGLLRQ 198 
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Figure 8 

Clone Sl+12-2 protein sequence (SEQ ID No. 8) 

1 HASGLGAAMMEGLDDGPDFLSSEDRGLKAINVDLQSDAALQVDISDALSE 5 0 

51 RD KVKF TVH TKSSLPNF KQNE F SWRQHE E F I WLHD S FVENEDYAG Y IIP 100 

101 PAPPRPDFDASREKLQKLGEGEGSMTKEEFTKMKQELEAEYLAIFKKTVA 15 0 

151 MHEVFLCRVAAKPILRRDLNFHVFLEYNQDLSVRGKNKKEKLEDFFKNMV 2 00 

2 01 KSADGVIVSGVKDVDDFFEHERTFLLEYHNRVKDASAKSDRMTRSHKSAA 25 0 
251 DDYNRIGSSLYALGTQDSTDICKFFLKVSELFDKTRKIEARVSADEDLKL 3 00 

3 01 S D LL KY YL RE S Q AAKD LL YRR S R S LVD YENANKALD KARAKNKD VL Q AE T 350 

3 51 SQQLCCQKFEKISESAKQELIDFKTRRVAAFRKNLVEIJ^ELELPCHAKGNL 4 00 

4 01 QLLQNCLAVLNGDT 414 
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Figure 9 

Clone Sl + 12-5 protein sequence (SHQ ID No. 9) 

1 MTTLTEIKLLPSLVLLVCCEYLAIFKKTVAMHEVFLCRVAAHPILRRDLN 50 
51 FHVFLEYNQDLSWGKNKKEKLEDFFKNMVKSADGVIVSGVKDVDDFFEH 100 
101 ERTFLLEYHNRVKBASAKSDRMTRSKKSAADDYNRIGSSLYALGTQDSTD 15 0 
151 ICKFFLKVSELFDKTRKISARYSADEDLKLSDLLKYYLRESQAAKDLLYR 2 00 
201 RSRSLVDYENANKALDKARAKNKDVLQAETSQQLCCQKFEKISESAKQEL 250 
2 51 ID FKTRRVAAFRKNLVELAELE L KHAKGNL QLLQNCLAVLNGDT 2 94 
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Figure 10 

Clone S3+1 DNA sequence (SEQ ID No. 10) 

1 ATGTCAAGTGGAATTTGGCAGAGAGGCAAAGAAGAAGAAGGAGTTTATGG 5 0 
51 T TT T C T AAT AG AAG AT AT C AGGAAGG AAGT G AAT AG AG CTT C T AAA C T G A 100 
101 AATGCTGTGTTTGCAAGAAAAATGGTGCTTCAATTGGATGTGTTGCACCC 15 0 
151 CGATGTAAACGAAGTTATCATTTCCCATGTGGACTTCAGAGAGAATGTAT 2 0 0 

2 01 TTTCCAGTTTACTGGCAATTTTGCGTCATTTTGTTGGGACCATCGACCTG 25 0 
251 TT C AAAT AAT TAC AT C T AAT AAT T ATAG AG AG T C C TTA C C ATG C A C CAT T 3 00 

3 01 TGCTTGGAATTTATTGAGCCTATTCCAAGTTATAACATATTACGAAGTCC 3 50 

3 51 TTGTTGTAAGAACGCTTGGTTTCATAGAGACTGTTTACAGGTTCAAGCAA 4 0 0 

4 01 TAAATGCGGGAGTGTTTTTCTTTAGGTGTACAATATGCAATAATAGTGAC 4 5 0 
451 ATCTTTCAGAAAGAGATGTTGAGAATGGGAATTCATATTCCTGAAAAAGA 500 
501 TGCTTCCTGGGAATTAGAGGAAAACGCTTATCAAGAGCTTCTGCAGCACT 55 0 
551 ATGAGCGTTGTGATGTTCGAAGATGTCGTTGCAAAGAAGGGCGAGACTAT 600 
6 01 AATGCACCTGATAGCAAATGGGAAATAAAGCGCTGTCAGTGTTGTGGTTC 650 
651 CAGTGGCACACATTTAGCCTGCTCCTCATTACGGTCATGGGAGCAAAATT 70 0 
701 GGGAGTGTTTGGAATGTAGGGGTATTATCTACAATTCAGGAGAGTTCCAA 75 0 
751 ACAGCCAAAAAACATGTATTACCCAATTCTAATAATGTGGGGATTACAGA 8 0 0 

8 01 TTGTTTGTTGGAAGAGTCATCACCTAAATTACCCAGACAGTCACCTGGAT 85 0 
851 C C C AG AG TAAAG AT CT ACTG AGGC AAGG C AG C AAATT T AG AAGAAATGT A 9 00 

9 01 TCAACACTATTAATAGAGTTAGGATTCCAAATTAAAAAAAAAAAAAAAAA 95 0 
951 ACTCGAGAAGNTTGGANTNTTCGCCAGAGGTTTGGTCAA 9 8 9 
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Figure 11 

Clone S3 + 1 protein sequence ( SEQ ID No. 11) 

1 MSSGIWQRGKEEEGVYGFLIEDIRKEVNRASKLKCCVCKKNGASIGCVAP 5 0 

51 RCKRSYHFPCGLQRECIFQFTGNFASFCWDHRPVQIITSNNYRESLPCTI 100 

101 CLEFIEPIPSYNILRSPCCKNAWFHRDCLQVQAINAGVFFFRCTICNNSD 15 0 

151 IFQKEMLRMGIHIPEKDASWELEENAYQELLQHYERCDVRRCRCKEGRDY 200 

201 NAPDSKWEIKRCQCCGSSGTKLACSSLRSWEQNWECLECRGIIYNSGEFQ 250 

251 TAKKHVLPNSNNVGITDCLLEESSPKLPRQSPGSQSKDLLRQGSKFRRNV 3 00 
3 01 STLLIELGFQIKKKKKKLEKXGXFARGLV 32 9 
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Figure 12 

Clone S3 +12 DNA sequence (SEQ ID No. 12) 



1 AGGAAAGCTACAGAAATTAGCACTG CAGTGGTT CAGAGGT CAGCT AC CAT 5 0 

51 TGGCAGTTCTCCAGTTCTCTATAGCCAGTCAGCTATAGCTACAGGTCACC 100 

101 AGGCAGCAGGGATTGGAAACCAGGCAACAGGAATTGGACATCAGACAATA 15 0 

151 C C AGT TAG C C T T C C AGC AG C AGGAATGGGT CAT C AGGC C AGAGGAATG AG 2 00 

2 01 CCTGCAGTCAAATTACCTTGGACTAGCGGCAGCACCTGCAATTATGAGTT 2 5 0 
251 ATGCAGAATGTTCTGTCCCAATTGGAGTGACTGCTCCCTCATTGCAGCCA 3 00 

3 01 GTTCAGGCCCGAGGTGCTGTGCCTACCGCTACCATTATAGAACCACCACC 3 5 0 

3 51 ACCACCTCCTCCTCCTCCTCCTCCACCACCACCAGCTCCCAAAATGCCAC 4 00 

4 01 C AC C T G AAAAG AC AAAAAAAGGAAGGAAAG AC AAGG C AAAGAAG AGTAAG 45 0 

4 51 ACCAAAATGCCATCTTTGGTAAAAAAGTGGCAGAGTATCCAGCGTGAGTT 5 0 0 

5 01 AGATGAAGAGGACAATTCTAGTTCCAGTGAAGAGGATCGGGAATCAACTG 55 0 

5 51 CACAGAAGCGAATTGAAGAGTGGAAACAGCAGCAGCTGGTTAGTGGCATG 6 00 

6 01 GCAGAGAGAAATGCTAATTTTGAAGCCCTTCCTGAGGATTGGAGAGCAAG 65 0 
651 GCTGAAGAGAAGGAAAATGGCTCCAAACACATAGTTTTTAAGTTTTTAAA 7 00 
701 ACTTTTTTGTATTATTGTTTGTTTTGTGTTCAGTTCAAAGTCTTAACCAG 75 0 
751 TTTTATTGTCAAATAAACTATAAATGTTATGGGGGAGATCTTATAAATTT 8 0 0 
8 01 CCTGGGCAAGAGTGTATGCATACAAAGTTTTCACTTTTGTGAAATGTAAT 85 0 
8 51 TTTTCTGTTTTTGCAAAGGGATGAGGTGATTGGAATTGCTTTGACCATGC 9 0 0 
901 TGCCTTTATTCTCAAACTGGCAAACTTAGCATGTTAGGTGTATTAACCTC 95 0 
951 AT C AGT CTTGAAG AAC ATGTG G CT CATGAGTAT AAC ACTT CTGT AGAGGA 10 0 0 

1001 CTCCCTGACAAAAGTGAAGAATTAACTTCTCCTCCAGAACAAGTGCAATT 105 0 

1051 CAGAAGGCAGCTCTGCATTCTACCTTGCTTGACTGGAATTGTCTGAAGCT 1100 

1101 TTTTCTGGCCTCTTTTCTCTAGTCGGCCACCCCTGAAGTGCTGAGGTCTA 1150 

1151 AGTGGTTTACCTCGTGCTGATAGATGGCCACACTCTTTAGAGTAGTTCTC 12 00 

12 01 ATAAGTTCTAGAACTGGTAGCTCGGTCGTTTCGCACACTAGGTGGCATAC 125 0 

12 51 AGGCAGCAGCAGGTGTTCATATCCTTGATTTTGAGAATTTCCCCTCAAGT 13 0 0 

13 01 ATGTGG C AGT AAAT AC AAC AAG AC ACT C TATGTATTAATGT C T C C ATTGT 13 5 0 
1351 CTTAACCCTGTTCCAAAACAAAATTCACCTCCTTTCTTTATGTGAATGTA 14 0 0 

14 01 TTCTCCATAAAATTCCAGTATTTAAAAAGCAGTTTACTGTTCTGTACTTT 14 5 0 

14 51 C TGTTGTAT C ACAATCAGGT AAAAGT CACTTTAAACTGAGGAAACGGCAA 1500 

15 01 ATTGTGTTTTAAAGCTCTTTGTATTTCTCCAGTTTCTGACCTTGTAAATT 1550 
1551 TGTATATATGCACTAATAAAGCTTTTTTTATAATCCTGAAAAAAAAAAAA 1600 

16 01 AAAAAAAAAAAAAACTCGAGAAGCTTTGGACTTCTTCGCCAGAGGTTTGG 1650 
16 51 T C AAGT CT C C AAT C AAGGT T GT C 16 73 
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Figure 13 

Clone S3 + 12 protein sequence (SEQ ID No. 13) 

1 E FGTRRRKATE I S TAWQRS AT I G S S P VLY S Q S AI ATGHQAAG I GNQ ATG 5 0 

51 I GHQTI PVSLP AAGMGKQARGMSLQSNYLGLAAAPAIMS YAECS VP I GVT 100 

101 APSLQPVQARGAVPTATIIEPPPPPPPPPPPPPPAPKMPPPEKTKKGRKD 150 

151 KAKKS KTKMP SLVKKWQS I QRELDEEDNS S S S EEDRE S TAQKRI EEWKQQ 2 00 
2 01 QLVSGMAERNANFSALPEDWRARLKRRKMAPNT 23 3 
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Figure 14 

Clone S3+103 DNA sequence (SEQ ID No. 14) 

1 GAATTCGGCACGAGGCGGACGTCATTGAGCTGCGACCCTTGTTCAACGCC 5 0 
51 GTTGGGCAAGCCAGCTGCTGGAGGTGCCGAGAATCTGAGTTTCGGCAAGC 10 0 
101 AGCCAGGTCTGGAAACTAATATTTTAAAAATGACTACACCAAACAAGACA 15 0 
151 CCTCCTGGTGCTGACCCCAAGCAGTTGGAAAGGACTGGAACAGTACGGGA 2 0 0 

2 01 AATTGGGTCACAAGCTGTTTGGTCACTCTCATCTTGCAAACCAGGATTTG 250 
251 GAGTGGATCAGTTACGAGATGACAATCTAGAAACTTATTGGCAATCAGAT 30 0 

3 01 GGTTCCCAGCCTCATTTAGTGAACATCCAATTCAGAAGAAAAACAACAGT 3 50 

3 51 GAAGACATTATGTATTTATGCAGACTACAAATCTGATGAAAGCTATACTC 4 00 

4 01 CAAGCAAGATCTCAGTCAGAGTAGGAAATAATTTTCACAACCTTCAAGAA 45 0 
451 ATTCGGCAACTTGAGTTGGTGGAACCAAGTGGCTGGATTCATGTTCCCTT 5 00 

5 01 AACTGACAATCATAAGAAGCCAACTCGTACATTCATGATACAGATTGCTG 55 0 
551 TT C TAG C C AAT C AC C AGAATGGAAG AG AC AC C CAT AT G AG AC AAAT T AAA 6 00 
601 ATATACACACCAGTAGAAGAGAGCTCCATTGGTAAATTTCCTAGATGTAC 6 50 
651 AACTATAGATTTCATGATGTATCGTTCAATAAGGTGACTTTAAAATGAGA 7 0 0 

7 01 CGAAAATCATTAAACGTATCTTTGTTCTTATCCTGTATTTAAATAATATA 75 0 
751 TCATGTACCTTTATTGAACAAGGCATCCGTTATATCTAATTTTGTATATG 8 00 

8 01 TTTAAAAATATTTTATTGTAACTTTGACAAATAAATTTGGGGTCATATTA 850 
851 TCTTTATTTTCTTTAACATGTAATAAAGCTCACATATTTTACATTAAAAA 9 00 
901 AAAAAAAAAAAAAAAAACTCGAGAAG 926 
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Figure 15 

Clone S3+103 protein sequence (SEQ ID No. 15) 

1 EFGTRRTSLSCDPCSTPLGKPAAGGAENLSFGKQPGLETNILKMTTPNKT 5 0 
51 PPGADPKQLERTGTVREIGSQAWSLSSCKPGFGVDQLRDDNLETYWQSD 100 
101 GSQPHLVNIQFRRKTTVKTLCIYADYKSDESYTPSKISVRVGNNFHNLQE 15 0 
151 IRQLELVEPSGWIHVPLTDNHKKPTRTFMIQIAVLANHQNGRDTHMRQIK 2 00 

2 01 IYTPVEESSIGKFPRCTTIDFMMYRSIR*L*NETKIIKRIFVLILYLNNI 250 
251 SCTFIEQGIRYI*FCICLKIFYCNFDK*IWGHIIFIFFNM**SSHILH*K 3 00 

3 01 KKKKKNSR 3 08 
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Figure 16 

Clone S3+125 DNA sequence (SEQ ID No. 16) 

1 C AGGAAT CTGT C C GAAGAT AAT T G AGGC AGAAG AGT CCAGAAT GGG C CT C 50 

51 ATCATCGTCAATGCCTGGTACGGGAACTTTGTCAATGACAAGAGCAGGAA 10 0 

101 GAGCGAGAAGGTGAAGGTGATTGACGTGACTGTGCCCTGCAGTGCCTGGG 15 0 

151 TAAGGACTCGAAGCTCATCCTCACGAGGCCTCCAAGCTGGGCTGCCTGGC 2 00 

2 01 TTTTATGAC CCGTGTGTGGGGGAAGAGAAGAACCTGAAAGTGCTCTATCA 25 0 

2 51 GTTCCGGGGCGTCCTGCATCAGGTGATGGTGCTGGACAGTGAGGCCCTCC 3 0 0 

3 01 GGAT AC C AAAG C AGT C C C AC AGG AT CG AT AC AG ATGGAT AAACTG C C AAG 3 5 0 

3 51 AACCAGATTTTTAAAAGGCCGCAAAAAATCTTTTCCTGGGAGTCTACAAA 400 

4 01 TTTGGAAATGAAAAAACCCAGACATCAGATGTTTTTATTTTATATTATTA 450 
451 TTATAGAAGGTGGTACCATTATCAATTATGTGAAGGGACATGCAGACACC 5 00 

5 01 CCAGCACTGGTATCTGAGTAACGGCTAAGAACCTCCTTCCTCTGGTTTTG 55 0 
551 AAAAGCAGTTCGGGTTGTCCAATTCTGTAACATTCATCTCCATTTTTTAA 6 00 
601 AAAGGTTTCTCTGACGGCCCCACGGCCCGAGCCGCGGTGAGCGTCGTGTT 650 
651 GCATGAGCCTGGGCCCCGGGCTTCCCGTGCGCCTCTGCCGCAGGTGCTTC 7 00 
701 TGGG C AC C CAT C CTCTG C GTTT C ATTTGCAGT CG ACTGTACAGAAGGC AC 75 0 
751 T CAC C AC AATAAAC C TTTC CTGAAAGCAAAAAAAAAAAAAAAAAAACTCG 8 00 
8 01 AGAAGGTTTGGACTTGTTCGCCAGAGGTTTGGTCAAGTNTCCAA 844 
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Figure 17 

Clone S3+125 protein sequence (SEQ ID No. 17) 

1 IRHEAAGICPKIIEAEESRMGLIIVNAWYGNFA7NDKSRKSEKVKVIDVTV 5 0 
51 PCSAWVRTRSSSSRGLQAGLPGFYDPCVGEEKNLKVLYQFRGVLHQVMVL 100 

101 DSEALRIPKQSHRIDTDG 118 



17 / 45 



Figure 18 

Clone Sl+3 0 DNA sequence (SEQ ID No. 18) 

1 GAATTCGGCACGAGGCGGACAAAGGGAATCAAAGTTGTGGGAAAATGGAA 50 

51 GGAAGTGAAGATTGACCCAAATATGTTTGCAGATGGACAGATGGATGACT 10 0 

101 TGGTGTGCTTTGAGGAATTGACAGATTACCAGTTGGTCTCCCCTGCCAAG 15 0 

151 AATT C C CT C C AG CT CT CT T C T C AAAGG AAG C AC C C AAG AGAAAGG C AC AA 2 00 

2 01 GCTGTTTCAGAAGAAG 216 
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igure 19 

lone Sl+30 protein sequence ( SEQ ID No. 19) 

1 EFGTRRTKG I KWGKWKEVKID PNMFADGQMDDLVCFEELTDYQLVS PAK 5 0 
51 NSLQLSSQRKHPRERHKLFQKK 72 
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Figure 2 0 

Clone S3-+14 5' DNA sequence (SEQ ID No. 20) 

1 CGATTTCTAGCGTATATGGAGGATCGCAGAAAACAGAAGTGGCAAAGATG 5 0 
51 TAAAAAAAATAATAAGG C AGAATTGAACTGTTTGGGAATGGAAC CAGTAC 10 0 
101 AGACAGCTAACTCTAGAAATGGGAAAAAGGGTCATCACACTGAAACGGTG 15 0 
151 TTCAACCGGGTTTTGCCAGGGCCTATTGCACCAGAGAGCAGCAAGAAGCG 2 00 
2 01 GCCCGTAGATGCGACCAGACCTTTCTAAGATGATGGCCCTCATGCAGGTG 25 0 
251 GAAGCATCGGT 2 61 
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Figure 21 

Clone S3 + 14 3' DNA sequence (SEQ ID No. 21) 

1 AGAGGCCCTCATGCAGGGTGGAAGCACTGGGTCTCTATCTCTGCATAACA 5 0 
51 CGTTCCAACACAGCAGTAGTGGCCTACAGTCTGTGTCATCTTTGGGTCAC 100 
101 AGCAGTGCCACTTCTGCATCTTTGCCTTTTATGCCATTTGTGATGGGTGG 15 0 
151 TGCACCATCATCCCCTCATGTAGACTCCAGCACCATGCTTCATCACCACC 200 
2 01 ACCACCACCCCCACCCCCACCATCACCACCATCACCATCCAGGCTTGAGA 250 
251 GCCCCTGGCTACCCCTCTTCACCAGTGACTACCGCCTCTGGTACTACCTT 3 00 
301 GCGGTTGCCACCACTGCAACCTGAGGAGGATGACGATGAGGATGAAGAAG 350 
351 ATGATGATGACTTATCTCAGGGCTATGATAGCTCAGAAAGGGACTTCTCA 4 00 
4 01 CTCATTGATGATCCTATGATGCCAGCTAACTCAGACTCCAGTGAAGATGC 45 0 
451 TGATGACTGAAGCCCCAGCATGGGCCCCATTGCTTGGGCGGCTGCTGTAT 500 
501 TTTCATTTACTCTGGCCCTTGGACTATGGAAACGTGGGAGGGGCAGG 54 7 
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Figure 22 

Clone S3+14 protein sequence (SEQ ID No. 22) 

1 EALMQGGSTGSLSLHNTFQHSSSGLQSVSSLGHSSATSASLPFMPFVMGG 50 

51 AP S S ?HVD S S TMLHKHHHH PH PHHHHHHH PGLRA PG YP S S P VTTAS GTTL 100 

101 RLPPLQPEEDDDEDEEDDDDLSQGYDSSERDFSLIDDPMMPANSDSSEDA 150 
151 DD 15 2 
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FIGURE 23 
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FIGURE 24 
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FIGURE 25 
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FIGURE 26 
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FIGURE 27 
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FIGURE 29 
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FIGURE 32 
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Figure 3 3 

Clone Sl + 19 cDNA sequence (SEQ ID No. 23) 

1 GAGGAGCTCAACTGATCTGTTTTCTTTCGCCCAGCCAAAATCACAGAATG 5 0 

51 AAGGCGGTGAAGAGCGAACGGGAGCGAGGGAGCCGGCGAAGACACCGGGA 100 

101 CGGGGACGTGGTGCTGCCGGCGGGGGTGGTGGTGAAGCAGGAGCGTCTCA 15 0 

151 GCCCAGAAGTCGCACCTCCCGCCCACCGCCGTCCGGACCACTCCGGTGGT 2 00 

2 01 AGCCCGTCTCCGCCGACCAGCGAGCCGGCCCGCTCGGGCCACCGCGGGAA 25 0 
251 C C GAG C C CGAGGAG T TA.G CCGGTCCCCACC C AAAAAG AAAAAC AAG G C CT 3 00 

3 01 CAGGGAGAAGAAGCAAGTCTCCTCGCAGTAAGAGAAACCGAAGTCCTCAC 3 50 

3 51 CACTCAACAGTCAAAGTGAAGCAGGAGCGTGAGGATCATCCCCGGAGAGG 4 00 

4 01 ACGG G AGG AT C GG C AG C AC AGGGAAC CAT C AG AAC AGG AAC AC AGG AGAG 4 5 0 

4 51 CTAGGAACAGTGACCGGGACAGACACCGGGGCCATTCCCACCAAAGGAGA 5 0 0 

5 01 ACGTCTAACGAGAGGCCTGGGAGTGGGCAGGGTCAGGGACGGGATCGAGA 55 0 

5 51 CACTCAGAACCTGCAGGCTCAGGAAGAAGAGCGGGAGTTTTATAATGCCA 6 0 0 

6 01 GGCGACGGGAGCATCGCCAGAGGAATGACGTTGGTGGTGGCGGCAGTGAG 65 0 
651 TCTCAGGAGTTGGTTCCTCGGCCTGGTGGCAACAACAAAGAAAAAGAGGT 70 0 

7 01 GCCCGCTAAAGAAAAACCAAGCTTTGAACTTTCTGGGGCACTTCTTGAGG 75 0 
751 ACACCAACACTTTCCGGGGTGTAGTCATTAAATATAGTGAGCCCCCAGAA 8 00 

8 01 GCACGTATCCCCAAAAAACGGTGGCGTCTCTACCCATTTAAAAATGATGA 85 0 
8 51 GGTGCTTCCAGTCATGTACATACATCGACAGAGTGCGTACCTACTGGGTC 90 0 
901 GACACCGCCGCATTGCAGACATTCCAATTGATCACCCGTCTTGTTCAAAG 95 0 
951 C AG C ATG C GGT CTTTCAAT AT C GG CTTGTGG AAT ATAC C CGTGCTGATGG 100 0 
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1001 CACAGTTGGCCGAAGAGTGAAGCCCTACATCATTGACCTTGGCTCAGGCA 105 0 
1051 ATGGAACCTTCTTAAACAACAAACGTATTGAGCCACAGAGATACTATGAA 110 0 
1101 CT AAAAGAAAAGG ATGTACT C AAATTTGGAT T C AGTAGC AGAGAATACGT 115 0 
1151 CTTGCTCCATGAGTCGTCGGACACTTCTGAAATAGACAGGAAAGATGACG 12 00 

12 01 AGGATGAGGAGGAGGAGGAAGAAGTGTCTGACAGCTAGCAAACTAAGAAC 1250 
1251 CCAAACTATTGATACACGGTTTCCTTCTTGGAAGTCTTTGATTGACTCAG 13 00 

13 01 AGAGCACTATGGTGGTGGGTCCAGCACTATGGTGCTCTCTGTAATGCCTC 13 50 

13 51 TTACTGCCTTAAGTCTTTCCTCTGTTGCTGACCAGATTGTGTTACCATTT 14 0 0 

14 01 GAATACACTGACTAATGTTTGTTAAACTTTTTCTGTGGCACCTTGGCCAC 1450 
1451 ATGCCTGCAGGCATTTGTTTTCAGAACAGTCTCACCAATTACAACACACC 1500 

15 01 GTGTTTTAGTAGAAGTGTTGTGGTTTTAGTTGGTGCTTTCAGAACTGCTG 155 0 
1551 CCTAGGAAACTATAAACCCTTGGTTAAGGGGAAATCATGGCTTGTTCTCT 16 00 

16 01 TTGTACAGTTACTTTATTTATATAGGTGTTAAGCTTTGTGGACCAGGTGT 165 0 
16 51 TTTTCTTTTGGGGCGAACCCCTGAGCAGAGAATCTTACTAGGCTTTGGTT 17 00 
1701 ATCACCAAAACAACCTCCAGTATATACCAAAGCTTTGACTTGTTTGAGCT 1750 
1751 CTTGAGCTTAGAAGTTGATTTTGCACTTATTTTTTTGGGGGGTGGGAATG 18 00 

18 01 TACTGCAGTCAGTAAACATTATTGACTGTTTAACTTAAACAGATGCTTTA 18 50 
1851 TGGCACCTGCTCAAGCCCGTGACTGTACAGAAGGATCCTGGTTGCTACCA 1900 

19 01 GTGGGTGCTGATTCAGCATCACAAGTGACTGAAATTGGCTGTGGATCTGT 1950 
1951 TCTTTGTGAAAGAATTCCTGATTTCTCCATGGAGCATGTACACAACAATT 2 000 
2 0 01 TTGATCATATTAACTGTACTTCAGTTTTGCATTTTTATTCAAATGTTATC 2 05 0 
2 051 TCTTTTTTTCTTTGAGAAATAAACTGTCACTGATGTGACAGCGTTCTTTC 2100 
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2101 TTTATTCTAATAACATGTATAGATCTAAAGCAGGTTGTGTTGTTTACATG 215 0 
2151 TTTCTACACATTTCATCCTTTAAAAAGTTGTTGAGAGAGGTTGTATTTAC 2 2 0 0 

22 01 C TT CCC AAGGTTGGAAAGCAGGGGAATTTC C CAGTGT C CT AGTTTT CC AC 22 5 0 
2251 CAGAGGAATATGTGTAAGTAGCAAAGTATTTGCTGCTTACATATAGTGTG 23 00 

23 01 TATGTATGTATATATGTAAATTGTGTGTTAAAGAGCTGATACTGATTTTC 23 5 0 
2 3 51 ATATGACAATGTTAGGCAAAGGCCTCCCTGCATTTGAAGAGCAGGTTTTC 24 0 0 
2 4 01 ATTTATATGTATTTTTGGGATAAAAAAATAAAATTTGTAAATATAGCCCC 245 0 

24 51 CAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 24 96 
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Figure 34 

Clone Sl+12-2 cDNA sequence (SEQ ID No. 24) 

1 CCCACGCGTCCGGCCTCGGAGCAGCCATGATGGAAGGCCTGGACGACGGC 5 0 

51 CCGGACTTCCTCTCAGAAGAGGACCGCGGACTTAAAGCAATAAATGTAGA 100 

101 T CT T C AAAGT GATG CTG CT CTG C AGGTGGAC ATTT C TGATG CT CTTAGTG 15 0 

151 AG CGGGATAAAG TAAAAT TC AC T GTT C ACAC AAAGAGTT C ATTGC CAAAT 2 00 

2 01 TTTAAACAAAACGAGTTTTCAGTTGTTCGGCAACATGAGGAATTTATCTG 25 0 

2 51 GCTTCATGATTCCTTTGTTGAAAATGAAGACTATGCAGGTTATATCATTC 3 00 

3 01 CACCAGCACCACCAAGACCTGATTTTGATGCTTCAAGGGAAAAACTACAG 3 50 

3 51 AAGCTTGGTGAAGGAGAAGGGTCAATGACGAAGGAAGAATTCACAAAGAT 4 00 

4 01 GAAACAGGAACTGGAAGCTGAATATTTGGCAATATTCAAGAAGACAGTTG 4 5 0 

4 51 CGATGCATGAAGTGTTCCTGTGTCGTGTGGCAGCACATCCTATTTTGAGA 5 00 

5 01 AGAGATTTAAATTTCCATGTCTTCTTGGAATATAATCAAGATTTGAGTGT 55 0 

5 51 GCGAGGAAAAAATAAAAAAGAGAAACTTGAAGACTTCTTTAAAAACATGG 6 00 

6 01 TTAAATCAGCAGATGGAGTAATCGTTTCAGGAGTAAAGGATGTAGATGAT 6 50 

6 51 TTCTTTGAGCACGAACGAACATTTCTTTTGGAGTATCATAACCGAGTTAA 700 

7 01 GGATGCATCTGCTAAATCTGATAGAATGACAAGATCCCACAAAAGTGCTG 750 
751 CAGATGATTACAATAGAATTGGTTCTTCATTATATGCTTTAGGAACTCAG 800 

8 01 GATTCTACAGATATATGCAAGTTTTTTCTCAAAGTTTCAGAACTGTTCGA 8 5 0 

8 51 TAAAACAAGAAAAATAGAAGCACGAGTGTCTGCTGATGAAGACCTCAAAC 900 

9 01 TTTCTGATCTTTTAAAATATTACTTAAGAGAATCTCAAGCTGCTAAGGAT 950 
951 CTCCTGTATCGAAGGTCTAGGTCACTAGTGGATTATGAAAATGCTAATAA 100 0 
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10 01 AG CACTGGATAAAGCAAGAGCAAAAAATAAAG ATGTT CTACAGGC C GAAA 105 0 
1051 CTTCCCAACAATTATGTTGTCAGAAATTTGAAAAAATATCTGAGTCTGCA 110 0 
1101 AAACAAGAACTTATAGATTTTAAGACAAGAAGAGTTGCTGCATTCAGAAA 1150 
1151 AAATTTAGTGGAACTGGCAGAGTTAGAACTGAAGCATGCAAAGGGTAATC 12 00 

12 01 TACAGTTGCTGCAGAACTGCCTGGCAGTGTTAAATGGAGACACATAAGCC 12 5 0 
1251 ACACTCCGCCTTCCTGTTAAAAAGGGCTGCCTTCCTTCAAATTTTATTTT 13 0 0 

13 01 TGTTTTCTTAATGATGTTAAGCATTTATGCTCACTGGAAACAAACAAAAA 13 5 0 

13 51 GCAGCTGAAAAAGTGCATCAACTCCTCTTTTTCTGAGAAACATGGAGCAG 14 0 0 

14 01 CGCACGCCCAGGCGATGCCAGTCTGTGTGCCGTGATGCCGCACTGTGTTC 14 5 0 

14 51 CCCATGACAGTGGTCCATCATCGTGCACTCGTCATACTCAGAAGTCCAAA 15 0 0 

15 01 GTTCATTCTTCTTTAAAGTAGCCTCTATAACTCTGTTTATTTTATAAATA 155 0 

15 51 GTATTCCTTATGGCTGCCACTCTTATTTACCTTTAAATAATTTCTGAAAT 16 00 

16 01 TTAACCTTTTCAGAATGCATTGTTGAAACAAGATAAAGATTGCCTTTTTT 165 0 
16 51 GAATTTTTTAAATTTTGTTTTTAAAAGCATATACCACCTTAGTTCATTCA 17 0 0 
1701 TG TAT C C TGGT AAAG CAT C T T AAT C AGACT T ATTTTTAATT ACTGAATAT 175 0 
1751 TTCTTAGACGTTTTGGGACAGATTTTATGTAATCTTTATAAGTATGATTT 18 0 0 
18 01 CTGAAGAAAAGCAAATGCATTAGTATGTTTGCCTTAAACTTGTAGACTAA 185 0 ~ 
1851 ACCAAGTATTGTAAAATAAACAGCGATAACAGTGATAGTTTTTAACTCTA 190 0 
1901 TGGTCATTGTATCACTCTGGAAAATGTGGAGTAGCTGTAATAAATCTACT 195 0 
1951 CCTGTATTATGCTTT 1965 
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Figure 3 5 

Clone Sl+12-5 cDNA sequence (SEQ ID No. 25) 

1 GCGGCGCCGAGTCCCGGGAGCGCGGTGGGGGCAGCGGGCGCGGGGCGGGC 5 0 
51 GCGGGGACCGCGCCAGCCTGTCACTAATGTCTCCCTTTGTGTCTCCCCCA 100 
101 TCTCATCCTTTTCCCCGGCGCGCCGTGCCCGCCGACCCCACAGGAAGGCC 15 0 
151 TGGACGACGGCCCGGACTTCCTCTCAGAAGAGGACCGCGGACTTAAAGCA 2 00 

2 01 ATAAATGTAGATCTTCAAAGTGATGCTGCTCTGCAGGTGGACATTTCTGA 250 
251 TGCTCTTAGTGAGCGGGATAAAGTAAAATTCACTGTTCACACAAAGAGTT 3 00 

3 01 CATTGCCAAATTTTAAACAAAACGAGTTTTCAGTTGTTCGGCAACATGAG 3 50 

3 51 GAATTTATCTGGCTTCATGATTCCTTTGTTGAAAATGAAGACTATGCAGG 4 00 

4 01 TTATATCATTCCACCAGCACCACCAAGACCTGATTTTGATGCTTCAAGGG 4 50 

4 51 AAAAACTACAGAAGCTTGGTGAAGGAGAAGGGTCAATGACGAAGGAAGAA 5 00 

5 01 TT C AC AAAGAT GAAAC AGG AACTGGAAG CGG GTTGGATAACAGAGAACC T 55 0 
551 TGGGTTTATTCTACTGCTACCTCCATCCTCTGCATCCTTCTTTTTTGTCT 6 00 

6 01 TCACTGAATGACTACCCTCACAGAGATCAAACTTCTCCCATCATTGGTCC 6 50 
651 TGCTGGTTTGCTGTGAATATTTGGCAATATTCAAGAAGACAGTTGCGATG 700 
701 CATGAAGTGTTCCTGTGTCGTGTGGCAGCACATCCTATTTTGAGAAGAGA 75 0 
751 TTTAAATTTCCATGTCTTCTTGGAATATAATCAAGATTTGAGTGTGCGAG 8 00 
8 01 GAAAAAATAAAAAAGAGAAACTTGAAGACTTCTTTAAAAACATGGTTAAA 850 
851 TCAGCAGATGGAGTAATCGTTTCAGGAGTAAAGGATGTAGATGATTTCTT 9 00 
901 TGAGCACGAACGAACATTTCTTTTGGAGTATCATAACCGAGTTAAGGATG 95 0 
951 CATCTGCTAAATCTGATAGAATGACAAGATCCCACAAAAGTGCTGCAGAT 100 0 
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10 01 GATTACAATAGAATTGGTTCTTCATTATATGCTTTAGGAACTCAGGATTC 105 0 
1051 TACAGATATATGCAAGTTTTTTCTCAAAGTTTCAGAACTGTTCGATAAAA 110 0 
1151 C AAG AAAAATAG AAG C ACGAGTGT CTG CTGATGAAGAC CT C AAACTTT C T 115 0 

12 01 GATCTTTTAAAATATTACTTAAGAGAATCTCAAGCTGCTAAGGATCTCCT 12 00 
1251 GTATCGAAGGTCTAGGTCACTAGTGGATTATGAAAATGCTAATAAAGCAC 125 0 

13 01 TGGATAAAGCAAGAGCAAAAAATAAAGATGTTCTACAGGCCGAAACTTCC 13 00 

13 51 C AAC AATTATGT TGT C AG AAAT T TGAAAAAAT AT C TGAGT CT G CAAAAC A 13 5 0 

14 01 AGAACTTATAGATTTTAAGACAAGAAGAGTTGCTGCATTCAGAAAAAATT 14 0 0 

14 51 TAGTGGAACTGGCAGAGTTAGAACTGAAGCATGCAAAGGGTAATCTACAG 14 5 0 

15 01 TTGCTGCAGAACTGCCTGGCAGTGTTAAATGGAGACACATAAGCCACACT 15 00 

15 51 CCGCCTTCCTGTTAAAAAGGGCTGCCTTCCTTCAAATTTTATTTTTGTTT 15 5 0 

16 01 TCTTAATGATGTTAAGCATTTATGCTCACTGGAAACAAACAAAAAGCAGC 16 0 0 
1651 TGAAAAAGTGCATCAACTCCTCTTTTTCTGAGAAACATGGAGCAGCGCAC 165 0 

17 01 GCCCAGGCGATGCCAGTCTGTGTGCCGTGATGCCGCACTGTGTTCCCCAT 17 0 0 
1751 GACAGTGGTCCATCATCGTGCACTCGTCATACTCAGAAGTCCAAAGTTCA 1750 

18 01 TTCTTCTTTAAAGTAGCCTCTATAACTCTGTTTATTTTATAAATAGTATT 1800 

18 51 CCTTATGGCTGCCACTCTTATTTACCTTTAAATAATTTCTGAAATTTAAC 185 0 

19 01 CTTTTCAGAATGCATTGTTGAAACAAGATAAAGATTGCCTTTTTTGAATT 190 0 
1951 TTTTAAATTTTGTTTTTAAAAGCATATACCACCTTAGTTCATTCATGTAT 2 000 

2 0 01 C CTGGT AAAGCATCTTAATCAGACTTATTTTTAATTACTGAATATTTCTT 2 05 0 
2151 AGACGTTTTGGGACAGATTTTATGTAATCTTTATAAGTATGATTTCTGAA 210 0 

3 0 01 GAAAAGCAAATGCATTAGTATGTTTGCCTTAAACTTGTAGACTAAACCAA 215 0 
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3151 GTATTGTAAAATAAACAGCGATAACAGTGATAGTTTTTAACTCTATGGTC 22 0 0 

32 01 ATTGTATCACTCTGGAAAATGTGGAGTAGCTGTAATAAATCTAATCCTGT 225 0 

3 251 ATTATGCTTTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 2300 
3 3 01 AAAAAAAAAAAAAAAAAAA 3 319 
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Figure 3 6 

clone Sl+27 cDNA sequence (SEQ ID No. 26) 

1 GTCGACCCACGCGTCCGGCGGGCCGTGGGAGGGTCCCGAGGTGGGGGTCG 5 0 
51 GGGCGGGATGGCTGCAGCGGCGGCCGGGGCCGGGAGCGGGCCCTGGGCGG 100 
101 CCCAGGAGAAGCAGTTCCCGCCGGCGCTGCTGAGTTTCTTCATCTACAAC 15 0 
151 CCGCGCTTCGGGCCGCGCGAAGGACAGGAGGAAAATAAGATTTTATTTTA 2 0 0 

2 01 T CAT C C AAATG AGGT AGAAAAGAATGAG AAG ATTAGAAATGT CGG ATTGT 250 
251 GTGAAGCTATTGTACAGTTTACAAGGACATTTAGCCCATCAAAACCTGCA 3 00 

3 01 AAAT CTTTAC AT AC AC AGAAGAAC AGAC AGTT CTTC AAT GAAC C AGAAGA 350 

3 51 AAATTTCTGGATGGTCATGGTTGTTCGGAATCCTATAATTGAAAAACAGA 4 00 

4 01 GTAAAGATGGAAAACCAGTTATTGAATATCAAGAGGAGGAGTTGTTGGAC 450 
451 AAGGTTTATAGCTCGGTGCTGCGGCAGTGCTACAGCATGTACAAGCTTTT 5 00 

5 01 TAATGGTACATTTCTGAAAGCCATGGAAGACGGAGGCGTCAAGCTTCTGA 5 50 

5 51 AAGAAAAATTAGAGAAATTCTTCCATCGGTATTTGCAAACGCTACATTTG 600 

6 01 CAGTCATGTGACCTACTTGACATTTTTGGTGGAATCAGCTTCTTCCCGTT 6 50 
651 GGATAAAATGACTTATTTGAAAATCCAGTC CTTTATTAATAAGAATGGAG 7 00 

7 01 GAAAGCCTGAATATAGTCAAATACACTGCTTTTCTCTATAACGATCAGCT 75 0 
751 CAT CTGGAGTGG ATT AG AACAAG ATGAC ATGAGAATTTTATACAAATAC C 8 00 

8 01 TTACCACCTCCCTTTTCCCAAGGCACATCGAACCTGAGTTAGCAGGAAGG 8 50 
851 GATTCTCCAATAAGAGCAGAAATGCCAGGAAATCTTCAACACTATGGAAG 900 
901 ATTTCTTACCGGACCCTTGAACCTCAATGATCCAGATGCAAAATGCAGAT 95 0 
951 T C C C C AAAATTTTTGTAAATAC AGATGACACTTATGAAGAGCTCCATTTA 10 0 0 
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10 01 ATCGTTTATAAGGCCATGAGTGCGGCTGTGTGCTTTATGATCGACGCCTC 105 0 
1051 TGTCCACCCAACGTTGGATTTTTGCCGAAGACTGGACAGCATCGTTGGGC 110 0 
1101 CCCAGCTCACAGTGCTGGCCTCTGACATCTGTGAACAGTTTAACATCAAC 115 0 
1151 AAGAGGATGTCCGGGTCTGAGAAAGAACCCCAGTTTAAGTTTATCTACTT 12 0 0 
12 01 CAACCACATGAATCTCGCCGAGAAGAGCACAGTTCACATGAGGAAAACGC 1250 

12 51 CCAGCGTGTCGCTCACTTCCGTGCACCCGGATTTAATGAAGATTCTCGGT 13 0 0 

13 01 GACATCAACAGTGACTTTACCAGAGTGGATGAAGATGAGGAGATCA.TTGT 13 5 0 

13 51 GAAGGCCATGAGTGATTACTGGGTTGTTGGAAAGAAGTCTGATCGGCGGG 14 0 0 

14 01 AGCTCTATGTTATTTTGAATCAAAAAAATGCAAACCTGATTGAAGTAAAT 1450 
14 51 GAGGTCAAGAAACTTTGTGCAACGCAGTTCAACAACATCTTCTTCTTGGA 1500 
1501 TTGACGGATGACGGCTCACTGAGAGCATATCTAAAAAACACTCTGCAAAC 1550 
1551 ATTTGGTCACATGCAAGTTAGTGGTCATATGACGGACTGCATTCAGGACA 16 0 0 
1601 AGGGTAAAGCAATACTTGCTTTGAAGAATCACATTTCGACTCGGTCTGCT 165 0 
1651 GATCTGAGGTTTTTAGATTTTAAATATTTATGTGGAATTAATTAAAGGTA 170 0 
17 01 GTTGG C TAT AT CG CTAT C ATTT C ATT CTTTTGAC ATTATGTGAAT ATTTT 175 0 
1751 ACTGGAAAATAAGACTAATAAATTGTTAAAAGTTTTTAAAAAAAAAAAAA 18 0 0 
18 °1 AAAAAAAAAAAAAAAAAAAAAAAAAAGGGCGGCC 1834 
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Figure 3 7 

clone Sl+28 cDNA sequence (SEQ ID No. 27) 

1 GTTTGCAGTTGATGCTAAGGCCTTGCCTCAGAATAAGCCAAGGCCTCTCA 5 0 
51 CTCAAGAAGAAATTGCTCAGAGACGTGAGCGTGCAAGACAAAGGCATGCA 100 
101 GAGAAGCTTGCAGCAGCACAGGGACAGGCACCCTTGGAGCCCACCCAAGA 15 0 
151 TGGGAGTGCCATTGAAACATGTCCAAAAGGAGACGAGCCAAGAGGTGACG 20 0 
2 01 AG C AACAGGTGGAAAGT ATGAC C C CT AAAC CTGTGCTC CAGG AAGAAAAC 250 

2 51 AACCAAGAGTCTTTTATTGCATTTGCTCGGGTGTTCAGTGGTGTGGCTCG 3 00 

3 01 AAGAGGAAAGAAAATTTTTGTCTTGGGGCCCAAATACAGTCCTCTTGAGT 3 5 0 

3 51 TTTTACGAAGGGTACCATTATGCTTCTCAGCTCCACCAGATGGCCTCCCC 400 

4 01 CAAGTCCCCCACATGGCATACTGTGCTCTGGAAAACCTGTATCTTCTGAT 45 0 
451 GGGAAGGGAACTGGAATATCTAGAGGAGGTACCTCCAGGAAATGTGCTAG 5 00 

5 01 GAATAGGAGGCCTTCAAGATTTTGTGCTGAAATCTGCAACACTGTGTAGC 55 0 
551 CTG C C ATCCTGCC C ACCATTTATAC CACT CAACTT CGAAGC CACT C CTAT 600 

6 01 TGTGAGAGTTGCTGTTGAACCAAAACATCCAAGTGAAATGCCTCAGCTCG 65 0 
651 TAAAAGGAATGAAACTGTTAAACCAGGCTGATCCCTGTGTCCAGATTTTA 7 00 
701 ATTCAGGAAACGGGAGAGCACGTTTTAGTCACAGCAGGAGAAGTCCACCT 75 0 
751 TCAGCGATGCCTGGATGACTTAAAAGAAAGGTTTGCAAAGATTCATATCA 8 0 0 

8 01 GTGTATCTGAACCTATTATTCCATTCAGAGAAACAATCACAAAACCCCCA 850 
851 AAAGTTGACATGGTCAATGAAGAAATAGGCAAACAGCAAAAAGTTGCAGT 900 

9 01 C ATAC AC C AAATG AAAGAAGAT CAAAG C AAAATC C CTGAAGGAATC C AAG 950 
951 TTGACTCTGACGGGCTAATCACCATAACAACTCCCAATAAACTTGCCACG 1000 
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10 01 CTCAGTGTTCGAGCCATGCCCCTTCCAGAAGAAGTCACCCAGATTCTGGA 105 0 
1051 AGAAAATAGTGATTTGATTCGTTCTATGGAGCAGTTGACATCCTCTTTGA 1100 
1101 ATGAGGGTGAAAATACTCACATGATTCATCAGAAGACCCAAGAGAAAATT 1150 
1151 TGGGAATTCAAAGGAAAACTGGAGCAACACCTAACAGGGAGAAGATGGAG 12 0 0 

12 01 GAACATTGTTGACCAAATCTGGTCATTTGGCCCAAGAAAATGTGGGCCCA 1250 
1251 ACATACTAGT CAATAAAAGTGAAGATTTTCAGAACTCAGTATGGACAGGT 13 00 

13 01 C CAG CTGAC AAAG C TT C AAAAGAAGC C AGT AG ATAC CGAGATTTGGG C AA 1350 

13 51 TAGCATTGTGAGTGGCTTCCAACTAGCAACCCTCTCTGGCCCCATGTGTG 14 00 

14 01 AGGAGCCTCTCATGGGTGTCTGTTTTGTTCTGGAAAAATGGGACCTAAGT 145 0 

14 51 AAATTTG AGG AACAAGG AG C AAGTG AT CTGG C AAAAGAGGACAGGAGG AA 1500 

15 01 AATGAAACCTGTTCTGGTGGAAATGAAAACCAAGAGCTACAAGATGGCTG 1550 

15 51 CTCTGAGGCCTTTGAGAAGAGGACATCACAGAAAGGAGAATCTCCACTCA 16 00 

16 01 CTGACTGCTATGGACCTTTCTCAGGACAGCTAATTGCCACCATGAAAGAA 16 50 
1651 GCATGTCGCTATGCACTGCAAGTGAAACCTCAGCGCCTGATGGCAGCTAT 1700 
1701 GTACACATGTGACATCATGGCCACTGGTGATGTTCTCGGTCGAGTCTATG 1750 
1751 CTGTCTTGTCAAAGAGAGAAGGTCGGGTACTTCAAGAAGAAATGAAAGAA 18 00 
1801 GGGACAGACATGTTCATCATCAAGGCTGTGCTGCCTGTTGCTGAAAGCTT 18 50 
1851 TGGTTTTGCTGATGAAATCAGGAAGAGGACAAGTGGCCTGGCCAGCCCAC 1900 
1901 AACTAGTATTCAGCCATTGGGAGATCATTCCCAGTGACCCTTCTGGGTGC 1950 
1951 CAACTACTGAGGAGGAATACTTGCACTTTGGGGAGAAGGCTGACTCTGAG 2 000 
2 0 01 AACCAAGCCCGGAAGTACATGAACGC AGTACGAAAGCGGAAGGGGCTTTA 2 050 
2 051 TGTGGAAGAAAAGATTGTGGAGCATGCAGAAAAGCAGAGGACACTCAGCA 2100 
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2101 AAAATAAGTAGCTACCTACTACTGGTGGATTCTTTTCCTTATAGTGAATT 215 0 

22 01 TAAAAGTATCATCAAGGGTTTAATATTGGGAAAATTTCTTTTTGCCACAT 2250 
2251 TATCTCTGTTTATTCACTTTCAATAAAGTTGATCCATATAAATATTTTAA 23 00 

23 01 AGAGGATGT TAAAAAAAAAAAAAAAA 2327 
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